Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.003 Å; R factor = 0.048; wR factor = 0.119; data-to-parameter ratio = 16.4.
Related literature
For background to the biological activity of benzothiazine derivatives, and further synthetic details, see: Siddiqui et al. (2007) ; Ahmad et al. (2010) . For related structures, see: Siddiqui et al. (2008; 2009 Mo K radiation = 0.24 mm À1 T = 173 K 0.10 Â 0.08 Â 0.07 mm
Data collection
Nonius KappaCCD diffractometer Absorption correction: multi-scan (SORTAV; Blessing, 1997) T min = 0.977, T max = 0.984 12580 measured reflections 3450 independent reflections 2901 reflections with I > 2(I) R int = 0.059 Refinement R[F 2 > 2(F 2 )] = 0.048 wR(F 2 ) = 0.119 S = 1.06 3450 reflections 210 parameters H-atom parameters constrained Á max = 0.52 e Å À3 Á min = À0.31 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx; Ày þ 1; Àz; (ii) Àx; y þ 1 2 ; Àz À 1 2 ; (iii) Àx þ 1; y À 1 2 ; Àz þ 1 2 .
Data collection: COLLECT (Hooft, 1998); cell refinement: DENZO (Otwinowski & Minor, 1997); data reduction: SCALE-PACK (Otwinowski & Minor, 1997); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: SHELXL97. supplementary materials Acta Cryst. (2012) . E68, o1790 [doi:10.1107/S1600536812021708] 4-Hydroxy-2-methyl-1,1-dioxo-N-phenyl-2H-1λ 6 ,2-benzothiazine-3carboxamide Farhana Aman, Waseeq Ahmad Siddiqui, Adnan Ashraf, Hamid Latif Siddiqui and Masood
Parvez Comment
In continuation of our research on the synthesis of potentially biologically active 1,2-benzothiazine 1,1-dioxide derivatives (Siddiqui et al., 2007; Ahmad et al., 2010) herein, we report the synthesis and crystal structure of the title compound.
The bond distances and angles in the title compound ( Fig. 1 ) agree very well with the corresponding bond distances and angles reported in closely related compounds (Siddiqui et al., 2008; 2009) . The heterocyclic thiazine ring adopts a twist chair conformation with atoms S1 and C1 displaced by 0.966 (3) and 0.386 (4) Å, respectively, on the same side from the mean plane formed by the remaining ring atoms (r.m.s. deviation 0.004 for N1/C6-C8 atoms). The mean-plane of the benzene rings C1-C6 and C11-C16 are inclined at a dihedral angle 37.65 (10)° with respect to each other.
The molecular structure is stabilized by an intra-molecular O3-H3O···O4 hydrogen bond. The crystal packing is consolidated by intermolecular N2-H2N···O1, C3-H3···O2 and C13-H13···O4 hydrogen bonds ( Fig. 2 and Table 1 ).
Experimental
A mixture of 4-hydroxy-2-methyl-2H-1,2 benzothiazine-3-carboxylic acid methyl ester 1,1 dioxide (0.65 g, 2.42 mmol) and aniline (0.65 ml, 2.42 mmol) in xylene (150 ml) was allowed to react as per reported procedure (Siddiqui et al., 2007) to isolate the title compound. Colourless prisms were grown from ethyl acetate solution by slow evaporation at room temperature; m.p. = 484-485 K
Refinement
All H atoms were positioned geometrically and refined using a riding model, with O-H = 0.84, N-H = 0.88 Å and C-H = 0.95 and 0.98 Å, for aryl and methyl H-atoms, respectively. The U iso (H) were allowed at 1.5U eq (O) or 1.2U eq (C/N). The molecular structure of the title compound with displacement ellipsoids drawn at the 50% probability level. H atoms are presented as small spheres of arbitrary radius.
Computing details

Figure 2
A part of the unit cell showing hydrogen bonding interactions (dotted lines) in the crystal structure of the title compound.
H atoms non-participating in hydrogen-bonding were omitted for clarity. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
4-Hydroxy-2-methyl-1,1-dioxo-N-phenyl-2H-1λ 6 ,2-benzothiazine-3-carboxamide
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.06977 (5) 0.65050 (7 0.0205 (9) 0.0307 (10) 0.0275 (9) 0.0009 (7) 0.0040 (7) −0.0032 (8) C8 0.0219 (9) 0.0280 (10) 0.0260 (9) 0.0002 (7) 0.0025 (7 
